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Space filling model #ribbon model (ZimiEE)
GERBELZ{A—arrestin-mediated signaling

BIR: EHFIEAS #arrestin-mediated signaling, &&ZIGPCR—FERE
BYGRK5 (G-protein-coupled receptor kinase 5) BEiEFHEEEE ] receptor £
FHCIRBERI—BEL-arrestinF A BIE—5 /RMAPKESIBEE (HRBLS
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Mechano-BiologyHZ4¥%

Molecular biology—genomics—convergence
Dimensions(size, shape, position)
Dynamics(moving speed)

Kineticszh/3% (reaction rate)

Force (gravity, binding force, interaction forces)
Systems biology (network): single cell (molecule)-based analysis
Control biological system



Forces existed in various cellular processes
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How to “see” cell force?
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Cell generated traction forces: Wrinkles on silicone substrate caused by
cell contraction,
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AR R, TRt
BN BN, RIERERHZAN.
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ActAgeZEBactin, FEERERNMLE (actinRERN) , HEEMRTRIE.
Visualization of mechanotransduction

Src FRET Biosensor

Visualize mechanical stimuli conversion into biological signals
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Biomembrane force protein (BFP)
Protein is highly dynamic and can be regulated by force
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